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Subcloning of Carboxymethyl-cellulase Genes from Compost Metagenomic Library
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More than 50 kb metagenomic DNA was isolated from a compost and about 40 kb DNA fragments were purified
and fractionated. Total 12,380 cosmid clones were selected on plates containing chloramphenicol. From a
metagenomic library, 2 carboxymethyl-cellulase (CMCase)-positive clones were selected. CMCase activity of
clone C1 showed higher thermostability up to 80°C after 30 min preincubation. Subcloning of CMCase gene(s)
was carried out by shotgun method. The amplified cosmid DNA was digested
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